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EH4 SGLT2 SGLT1 SGLT2 E#iRt% (fold)*
IoNJzasy 3.1 8,300 2,677
Bl 10773
gnsyoasy 1.2 1,400 1,167
BMS-512148
hrsvzasy 2.7 710 263
JNJ-28431754; TA-7284
173 59072a0y 5.3 3,000 566
ASP-1941
kR asYy 6.4 12,000 1,875
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